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Chile is positioned as a top exporters of table grapes

Modified from “Anuario 2023 Mercado Internacional de Uva de Mesa, 
iQonsulting”



Botrytis is the main phytosanitary problem of table grapes in Chile
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Esterio et al. (2021) Phyto. Mediterranea 6(1):69-77

Isolates carrying different mutations exhibit differential fungicide sensitivity levels and 
contrasting fitness.



Determining the sensitivity of Botrytis population to fungicides.
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Determining the sensitivity of Botrytis population to fungicides.
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Detection of alleles by qPCR-HRM (High Resolution Melting) analysis
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Detection system adjusted to local conditions

Detection of alleles by qPCR-HRM (High Resolution Melting) analysis
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Vitis vinifera DNA does not interfere with the identification of Botrytis cinerea genotypes (Erg27)
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Botrytis cinerea

Microbiota DNA does not interfere with the identification of Botrytis cinerea genotypes (Erg27)
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Microbiota DNA does not interfere with the identification of Botrytis cinerea 
genotypes (Erg27)
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Check fast Botrytis application
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Check fast Botrytis application
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Remark: 
The Botrytis control success is closely related with the 
percentage of fungicide mutants isolates present in the 
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(1) The Check fast Botrytis analysis significantly reduces detection times of 
Botrytis sensitivity to fungicides (48 h). 

Conclusions and relevant general observations

(2) Botrytis management programs can be adjusted in real-time based on 
fungicide sensitivity using the Check fast Botrytis analysis.

(3) Adjusting the destination market and fruit value is possible by knowing 
the fruit's infection level using Check fast Botrytis analysis.

(4) The experimental design provides a framework for analyzing the 
genotypes of Botrytis cinerea (or a different pathogen) mutants in other 
crops of interest. 
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