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Chile is positioned as a top exporters of table grapes
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Botrytis is the main phytosanitary problem of table grapes in Chile




Key fungicides in Botrytis cinerea control
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Determining the sensitivity of Botrytis population to fungicides.
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Key fungicides in Botrytis cinerea control
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Isolates carrying different mutations exhibit differential fungicide sensitivity levels and

contrasting fitness.

Table 2. Numbers of Bofrytis cinerea isolates of Erg27 genotype
at the 412 position, obtained from Central Chile, from Valparaiso
Region (VR), Metropolitan Region (MR) and O’Higgins Region
(OR).

Erg271:412 erg27114121 erg27F4IZS erg27l:412\’
Region , fotal . . . ,
isolates 042 Mean 042 Mean 04 Mean 042 Mean
ECs" ECso" ECsy ECso”
VR 24 13 0.07 ] 58 19850129 1499 - -
MR 47 19 079 13 771862 1790 6 60.59
OR 46 30 1.81 )| 22 476548 1390 - -

* Frequency occurrence of genotype in percentage
® Mean EC, (mg L) for genotype of Erg27 at the 412 position.
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Determining the sensitivity of Botrytis population to fungicides.

Molecular diagnosis

PCR
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Determining the sensitivity of Botrytis population to fungicides.
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Molecular diagnosis

Hours? Can we know the sensitivity of the Botrytis
population in situ/in planta?




Detection of alleles by gPCR-HRM (High Resolution Melting) analysis
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Detection of alleles by gPCR-HRM (High Resolution Melting) analysis
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Vitis vinifera DNA does not interfere with the identification of Botrytis cinerea genotypes (Erg27)
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Microbiota DNA does not interfere with the identification of Botrytis cinerea genotypes (Erg27)
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Microbiota DNA does not interfere with the identification of Botrytis cinerea

genotypes (Erg27)
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[ 1.- Sampling ]

Botrytis cinerea
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'> Check fast Check fast Botrytis application
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q';‘,%?éiaﬁst Conclusions and relevant general observations

(1) The Check fast Botrytis analysis significantly reduces detection times of
Botrytis sensitivity to fungicides (48 h).

(2) Botrytis management programs can be adjusted in real-time based on
fungicide sensitivity using the Check fast Botrytis analysis.

(3) Adjusting the destination market and fruit value is possible by knowing
the fruit's infection level using Check fast Botrytis analysis.

(4) The experimental design provides a framework for analyzing the
genotypes of Botrytis cinerea (or a different pathogen) mutants in other
crops of interest.
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